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WB 1:500-1:2000,IHC 1:100-1:300,ICC/IF 1:50-1:200,ELISA 1:10000-1:20000

92kDa

CDK11B

CDK11B; CDC2L1; CDK11; PITSLREA; PK58; Cyclin-dependent kinase 11B; Cell division cycle
2-like protein kinase 1; CLK-1; Cell division protein kinase 11B; Galactosyltransferase-
associated protein kinase p58/GTA; PITSLRE serine/threonine-prot
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